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AMENDMENTS TO THE CLAIMS: 

Claim 254 is amended. Claims 141-167 and 254-160 are pending. The following is the 
status of the claims of the above-captioned applicationp as amended. 

Claims 1-140 (Cancelled.) 

Claim 141. {Currently amended.) An isolated variant of a parent glucoamylase comprising a 
mutation of amino acid position 402 in the amino acid sequence shown i n SEQ ID NO:2^ or at a 
corresponding position in a homo l ogous - glycoamylaGG - having wherein said variant has a t least 
80% homology vwth the-amino acid sequence shewn-in-SEQ ID NO:2, and wherein said variant 
has glucoamylase activity. 

Claim 142. (Currently amended.) The variant of claim 141, wherein said homologous -N^ijant 
glucoamylase has at least 90% homology to SEQ ID NO:2. 

Claim 143. (Currently amended.) The variant of claim 141, wherein said homologous vaoaDt 
glucoamylase has at least 95% homology to SEQ ID NO:2. 

Claim 144. (Currently amended.) The variant of claim 254, wherein sard variant comprises a 
mutat i on sub$titutiQn_a t position 1 In the amino add sequence shown i n SEQ ID NO: 2 - or - at a 
com - fcsponding - po s iB ^ n said homo l ogous - g l uGe flmylase. 

Claim 145. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
motafe Rgubstitution at position 2 In the amino acid sequence ohown in S EQ ID NO:2 or a t-a 
oorroopond l ng poslt te n i n said homotogouo glucoamylas e. 

Qaim 146. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
substitutionm trtatieR at position 3 In the amino acid sequence shown in -SEQ ID NO:2-©f-at-a 
corresponding posit i on i n ooid homologouQ glucoamylas e. 

aaim 147. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
substitutionff HrtafeR at position 4 In the amino add sequence shewnnfi-SEQ ID NO:2-OF-at-a 
correspond i ng position i n said homo l ogous g l uooamylase . 
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Claim 148. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
substitution ffHdtefien at position 5 in the amino acid sequence sh©vvH-4fr-SEQ ID N0:2-e r at a 
eef yoGpond l ng position i n sa i d homologouG g l u coa m y i aoo . 

Claim 149. (Currently amended.) The variant of claim 254» wherein said variant comprises a 
substitutioj i mutatiQn at position 6 in the amino acid sequence she w n- in-SEQ ID N0: 2 or at a 
corr e spend ing po cit i on i n sa i d homo l ogous gi u ooamylaoo . 

Claim 150. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
substitution mutation at position 7 in the amino acid sequence shown in SEQ ID NO:2-eF^-a 
corTooponding position i n sa i d - he FH otogouG glucoamy l as e> 

Claim 151, (Currently amended.) The variant of claim 254. wherein said variant comprises a 
substitution mtrtation at position 8 in the amino acid sequence shown -i n- SEQ ID NO: 2 or at - a 



Claim 152. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
substitution fwta-tieft at position 9 in the amino acid sequence shown In SEQ ID N0:2-eF-«t-a 
comeBpoftd i ng position in oaid h omologouo glucoomylase . 

Qaim 153. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
substitutlon mutation at posifion 11 in the amino acid sequence ehown i n SEQ ID N0: 2 or at a 
eoFres ^nd i ng pos i t i on I n oaid homo l og e us glucoamylas e. 

Claim 154. (Currently amended.) The variant of claim 254. wherein said variant comprises a 
mutation at position 10 in the amino acid sequence shewn-ifHSEQ ID NO: 2 - or ot a oon-ooponding 
p eoit i on in oaid homologous gluooomylase . 

Claim 155. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 12 in the amino acid sequence shown - in -SEQ ID NO: 2 or at a con-coponding 
posit i on in sa i d ho F nologouo glucoamylas e. 
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Claim 156. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 13 in the amino acid sequence shown-iR-SEQ ID NO:2 or at a corresponding 
position in said - hem e legouo glucoamylas e. 

Claim 157. (Cun-ently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 14 in the amino acid sequence ehewFHfhSEQ ID NO:2-er-^ t - o oon^CGponding 
pos i tion i n said hom e legouo g l ucoamyl as e . 

Claim 158. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 15 in the amino acid sequence shewn-m-SEQ ID NO: 2 or oi a corresponding 

Claim 159. (Cun^ntly amended.) The variant of claim 264, wherein said variant comprises a 
mutation at position 16 in the amino add sequence phown in SEQ ID NO:2- or ot a oon-oopond ifig 
pos i tion in said homo l ogo u o glucoamylas e. 

Claim 160. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 17 in the amino acid sequence shewn-in-SEQ ID NO:2 or at a oonrosponding 
position i n sa i d homologous g l ueoamylase . 

Claim 161. (Currently amended.,) The variant of claim 254, wherein said variant comprises a 
mutation at position 18 in the amino acid sequence shown in SEQ ID NO: 2 or at a corrDs pefldiftg 
position in sald4 > Q m o i ogouo gluooamylaso . 

Claim 162. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at posifion 19 In the amino acid sequence shown in SEQ ID NO:2 or at a connDsponding 
position In said homologouo g l ucoamylas e. 

Claim 163. (Cunrently amended.) The variant of claim 254, wherein said vandal comprises a 
mutation at position 21 In the amino acid sequence shewFHFhSEQ ID NO: 2 or at o aorrcoponding 
position in said homolo ge uo glucoamylase . 

Qaim 164. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
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mutation at position 22 in the amino acid sequence s hown i r> SEQ ID NO^^ -er at - a - GO RFe sponding 

Claim 165. (Cun-ently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 23 in the amino acid sequence shown in SEQ ID NO:2-©Mht-a-G©FPesp©Fidinf 
position i n said homologous - g t ucoamyi aee. 

Claim 166. (Cun^ently amended,) The variant of claim 254, wherein said variant comprises a 
mutation at position 24 in the amino acid sequence chown In SEQ ID NO: 2 or at a - Ge FP&speRdfflg 
posit i on I n sald - h efwel ogous gluooamylas e> 

Claim 167. (Currently amended.) The variant of claim 254, wherein said variant comprises a 
mutation at position 25 in the amino acid sequence shewfi-ifhSEQ ID N0: 2 or at a coFesponding 
posit i on j n -s a id- homo l ogous gluoQamy l as e, 

Claims 168-253 (Cancelled.) 

Claim 254. (Cunentiy amended.) An isolated variant of a parent glucoamylase comprising 

a Qlucoamylase havinqL 

at least 80% homolociv with amino acid sequence SEQ ID NO:2. 

a substitution of af^the amino add at a position conresDondina t o position 402 in amino 

acid sequence SEQ ID NO:2 and 

a_substitution of att une or more_ amino acids at ono or moro of tho fo l towing am l no - aeid s 

i n thPi f^m l no gn ld-j 5oqunnoo chown i n SEQ ID N0:2 correSDOndinq to an amino add selected fpom 
the followinQ oroup of amino acids fastpeln SEQ ID NO!2-feT^numberiFi€i^: 

1. 2. 3. 4. 5. 6. 7. B. 9. 11. 10. 12 . 13. 14. 15. 16. 17. 18, 19. 21. 22. 23. 24. 26. 2$, 28, g9. 31, 32, 
33. 34. 35. 40. 41 42. 43. 44. 46- 46. 47. 49. 51 . 53. 56. 58. 60. 61. 62. 73. 74. 75. 76. 77. 78, 79. 
80. 93. 94. 95. 96. 97. 98. 99. 100. 101. 102. 103. 104. 105 . 106. 107. 109. 110. 111. 113, 1.14. 
115. 117. lis. 200. 201. 202. 203. 204. 205. 206. 207, 208, 209. 210 . 211. 234. 235. 237, 238, 
239. 240. 242, 243. 244. 245, 287. 288. 289. 290. 291. 292. 294. 295. 296. 298. 299. 300. 301. 
303. 304. 308. 311. 314, 315. 316. 318. 319. 334. 335. 336- 337, 338. 3 39, 340. 341. 353, 354, 
355. 356. 357. 358. 359. 360. 361. 362. 363. 365. 366, 367. 368. 369. 370. 371. 372. 373, 374. 
384. 388. 390. 394. 397. 398 399. 403. 404. 405. 406. 40 9. 412. 413. 414. 445, 446. 447. 448. 
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449. 450. 451 , 452 453. 454. 455. 456. 457. 458. 459- 461. 462. 46 3 464. 465. 466. 467. 468. 
469. 470: and wherein said variant has alucoamvla se activitv. 

ef^t-a-eefTesp9ndin§-pe6itiefHifra4^ome<0geo5-^^ h av ift9-at4east-8 0% homo logy-wHh 
a:>e-am}n€>^6<d-seqyefte c ohown i r HSEQ-tD-NOr g, and w h oroin said -vafiant-tos-gthieeamytase 
actMty. -- 

1. 2. 3, 1. 6, 6. 7. S r O; 11. 10. 12. 13. I - I. 15. 16, 17. 18. 19,21. 2 a r 2S, 2 4 .25 a fl4402. 

Claim 255 (Currently amended.) The variant of claim 254, wherein said hofnetegews-variant 
glucoamyiase has at least 90% homology to SEQ ID N0:2. 

Claim 256. (CurrenlJy amended.) The variant of daim 254. wherein said howetefews-j^riant 
glucoamyiase has at least 95% homology to SEQ ID N0:2. 

Claim 257 (Cun-ently amended.) The variant of daim 254, wherein said hometegeus-janant 
glucoamyiase has at least 97% homology to SEQ ID N0:2. 

Claim 258. (Currently amended.) The variant of daim 254, wherein said homologouo i arisBt 
glucoamyiase has at least 99% homology to SEQ ID N0;2. 

Claim 259 (Cunrently amended.) The variant of daim 141, wherein said hemetegGus-jatiSDl 
glucoamyiase has at least 97% homology to SEQ ID NO:2. 

Claim 260. (CuirenUy amended.) The variant of daim 141, wherein said homologouo i OEjant 
glucoamyiase has at least 99% homology to SEQ ID N0:2. 
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